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We used 39 scRNA-seq and 15 paired snATAC-seq samples



We annotated 14 cell types for ~216K cells



We contributed more cells than all previous studies combined



We identified 55 cell subtypes for ~216K cells



We revealed 6 cell subtype correlation modules with varied tumor responses



We detected cell subtypes associated with ICI response



We observed PFS benefit for ICI-treated mregDC-high samples



Conventional Dendritic Cell subtypes and markers



mregDC likely derives from cDC1, with certain gene programs activated



Trajectory, gene-regulatory network and immune response inference

Cui et al. (2024) Nature



Increased immunoregulatory and immune recruiting signals from mregDCs










